Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.024; wR factor = 0.072; data-to-parameter ratio = 16.5.
In the title polymeric complex, [Cu 2 (C 6 H 8 O 4 ) 2 (C 3 H 7 NO) 2 ] n , the carboxylate groups of the approximately U-shaped adipate dianion each bridge a pair of inversion-related, DMFcoordinated copper(II) atoms, generating a ribbon motif that runs along the b axis. The geometry of the copper(II) atom is distorted square-pyramidal; the apical site is occupied by the O atom of the DMF molecule whereas the four basal sites are occupied by carboxylate O atoms.
Related literature
For the crystal structure of diaquaadipatocopper(II), see: Bakalbassis et al. (2001) ; Zheng et al. (2001) .
Experimental
Crystal data [Cu 2 (C 6 
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010 (Bakalbassis et al., 2001; Zheng et al., 2001) . The four-coordinate nature explains the ability of the compound to expand the coordination number of the metal atom. In the present study, the DMF solvent used in the synthesis functions as donor ligand. The DMF adduct is formally the dicopper diadipate bis-adduct (Scheme I). The carboxyl -CO 2 ends of the approximately U-shape adipate dianion of polymeric Cu 2 (C 6 H 8 O 4 ) 2 (C 3 H 7 NO) 2 each bridges a pair of inversion-related, DMF-coordinated copper atoms ( Fig. 1 ) to generate a ribbon motif that runs along the b-axis of the monoclinic unit cell. The geometry of the copper atom is a square pyramid; the apical site is occupied by the O atom of the DMF molecule whereas the four basal sites are occupied by the O atoms of the carboxyl ends.
(1H-Benzimidazol-2-yl)-methanol (0.074 g, 0.5 mmol) was dissolved in a methanol/DMF mixture (v/v 1:1, 20 ml) and to this was added copper nitrate trihydrate (0.241 g, 1 mmol) followed by adipic acid (0.073 g, 0.5 mmol). The mixture was filtered and then set aside. Blue crystals were isolated after two weeks.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95 to 0.98 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2 to 1.5U(C).
Figures Fig. 1 . Thermal ellipsoid plot (Barbour, 2001 ) of a portion of the ribbon structure of Cu 2 (C 6 H 8 O 4 ) 2 (C 3 H 7 NO) 2 at the 70% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. 
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